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i ) SEQUEN3E CHARACTERISTICS : 

; TYPE: anil no : - : : 
) SIRANDEDNESS: 
: TOPOLOGY: iin-.i 



HE TYPE, : pept : do 



{>::) SEQUENCE DESCRIPTION: SEQ ID NO : 2 : 

Cos Pht' Pro His Phe Aso Leo Ser His Gly 
I :■ 10 

INFORMATION POP SEQ ID NO : 3 : 

(i) SEQUENCE CHARACTERISTICS: 

i'A) LENGTH: 13 amino acids 
i 5 ) TYPE : am no a. rid 
i C ) STRANOEONESS: 
ip) TOPOLOGY: linear 

{::} MOLECULE TYPE : peptide 



SEQUENCE DESCRIPTION: SEQ ID NO : 3 : 



-si; ^a Le' 



i 1 a v a ... Aia His i a ± : •. s p n s p P e t rro : *. s n ^ a 

io ' ' in 



. i r rL : dni n c a o i ci 
TOP OEOGY : 1 i red r 



xi} SEQUENCE DESCRIPTION: SEQ I D NO: 

}.•••.; Val Val Tyr Pro Trp Thr Gin Arg 

1 5 

N FORMAT I ON FOR SEC' ID NO : 6 : 

(i; SEQUENCE CHARACTERISTICS: 

(A) LENGTH : E amino acids 

(B) TYPE: ana no acid 
!C} STFATNDEENESS : 

}Li; TOPOLOGY : linear 

:i} MOLECULE TYPE: peptide 



SEQUENCE EESCF.IPTION: SEQ IE NO : 6 
Val 7a L lyr Fro Trp Thr Gin 



CRMAT I ON FT R SEQ I D NO : 7 : 

} SEQUENCE CHAF.ACTERISTICS : 
(A) LENGTH: 7 anlno acid:- 




FORMATION FOR SEC ID N 0:9: 

. SEQUENCE CHARACTER 1ST : CS : 
(A; LENGTH: I arr.ir.o acids 

(B) TYPE: an.i no acid 

(C) STRANDEDNESS : 

(D) TOPOLOGY: linear 

i) MOLECULE TYPE: peptide 



1) SEQUENCE DESCRIPTION: SEQ ID NO : 9 
ea "La I 7a 1 T y r Mo 



FORMATION FOR SEC 1 ID NO: 10: 

i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 7 amino acids 
:3) TYPE: and no acid 
;C; STRANDELNESS : 
: L ; TOPOLOGY : 1 : 



(/•.) LENGTH: 6 amino acids 

■(&} TYPE: and.no acid 

; C ; STRANPEPNE5S : 

( P ) TOPOLOGY: linear 

; i MOLECULE TYPE: peptide 

SEQUENCE DESCRIPTION: SEQ IP NO : 1 2 
Tyr Pre Trp Thr Gin Arg 

N FORMAT! ON FOR SEQ IP NO: 13: 

PL; SEQUENCE CHARACTERISTICS: 
LA; LENCTL : 5 and no acids 
iE) TYPE: and no acid 
;C) STFANPEPNESS : 
(0; TOPOLOGY: Linear 

:i ; MOLECULE TYPE: peptide 



r 0R SEQ ID NO : 1 b : 



SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 423 base pairs 
TYPE: nucloic * • : "i 

( TOPOLOGY : I inear 

, MOLECULE TYPE: DNA iqenonn;:) 



'o 'o v,^'. 



f>:i) SEQUENCE DESCRIPTIOM: SEQ ID NO :1b: 
S . GCTSA CTC C rGCCGAOAA GACCAOv SG'i C A/iGGCCGCCT GO '.LUbAAGG P 

AOCTACTTCC GGCACTTCGA CCTGAG CCAC GGCTCTGCCC AGGT TAAGGG CCACGG CAAG 
AAGGTGGCCG ACGCGCTGAC CAACGCPGTG GCGCACGTGG ACGACATGCC CAACGCGCTG 



4 0 



bCGCCT CCCTGGACAA GTTCCTGGCT TCT GTGAGCA CCGT GCTGAC CTCCAAATAC 



INFORMATION FOR St.Q ID NO- : 1 5 : 

(A) LENGTH: 14 1 amino acids 



4 23 



TYPE: amino a c i :: 



Ge r Asp Leu H : s A . : 

8 5 



90 



j j t:r u e Li 



Ser His Cys Leu Lou 



,t?u Pro Ala Glu Phe Thr Pro Ala Vai His A:a Ser Leu A so 



Vai Ser' Thr Va 1 Leu Thr 



■RMATI ON FOR SEQ ID NO:l": 

SEQLENCE CHARACTERISTICS: 
(A) LENGTH: 4 38 base pairs 
(3) TYPE: nucleic acid 

(C) STRAN'DEDNESS : single 

(D) TOPOLOGY: linear 

MO LEG OLE TYPE: ON A (Genomic; 



; SEQUENCE DESCRIPTION: SEQ ID NO: 17: 
•TGA CTCCTGAGGA GAAGTCTGCC GTTACTGCCC 
;ttg GTGGTGAGGC CCTGGGCAGG CTGCTGGTGG 



ALSGCAA GGTGAACGTG 



XTTTGGGGA TCTGT CC ACT CCTGATGCTG TTATGGGCAA CCCTAAGGTC 



r j -v a .- s k. o .i u v' d G .1 y o i y 



■r Pro Trp Thr GJri Arc 



^ ^ P p h , , 



\Sp d v ci i l v .e .. 



b 0 



Lys Lys Vai Leu Gly Ala Phe Ser Asp Gly 

6 5 ' 7 0 



a Ala Hi s Leu Asp Asr 

Hi) 



Lea Lys Gly Thr Phe Ala Thr Lea Ser Glu P-u His Cys Asp Lys 
85 90 ' 95 



Vai Asp Pro Gla Asn Phe Arg Lea Leu 
100 ' 105 



.y Asn Vai Leu Val Cy: 
110 



ii Leu Ala His His Phe Gly Lys Glu Phe 
11 5 12 0 



r r u r r o v a ± ei j. n a j 



/ s v a _l v a l a ^ a 



i y r H i s 
1 4 5 



PC) R SP.O T D N 



Q ID NO : : 9 : 



CHARAG1 ELI PL IGS : 

E : amino a c : d 
<ANPPPNESP : 



e I r \ i c i / \ 



1 0 0 



A in Asp Phe Thr Pro Ala Va i Hi: 



id be r lou msi 



a A 1^ 5er Val Ser Thr Va 1 Lea Thr 
130 13a 

ORMATION FOR SEQ ID NO: 20: 

; SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 146 ammo acids 

(B) TYPE: an.mo acid 

(C) STRANDEDNESS : 

ID) TOPOLOGY: linear 

; MOLECULE TYPE: oeotide 



} SEQUENCE DESCRIPTION: SEQ ID N 
0 His Lea Thr Asp Ala G 



L y s A. ± a A _ a 
10 



rtsn oe r s.sp oi u 



y,a c 



1 y G 1 y G 1 a A . <-i L e u G .1 y A r g L e a L e a 



a: Tvr P 



uIQUHNCE CHARACTERISTICS : 

TYPE: amino acid 
CTEANEEENESG : 



v: e p r. . 



SEQUENCE DESCRIPTION: SEQ IE NC:21: 



Vdl Leu Ser Ala Aia Asp Eys Ala Aso Va] 

1 5 10 



_y Gly Gin Ala Gly Ala His Gly Ala G,:i Ala Leu Glu Arq Met 



20 



30 



Gly Fhe Pro Thr Thr Eys Thr Tyr rnc Pro His ?he Aso Leu 



His Gly Ser Aso Gin Val Lys Ala His Gly Gin Lys Va 1 Ala Aso 

HO 5 5 6 0 



_eu Thr Lys 



i ^ a V ci _l o 



Hu 



Iv His Leo Aso Aso Leo Pro Giy 



6 0 



Ser Asp Leo His Ala His Lys 
8 5 90 



t\ r q v a; r.sp o r o v a ^ 

95 



n t ; ne ovs ^eu ^ou . o o His 



_iO u /A ± ci /\ . £ -j o .i 



a ♦ ■ <i , . y r i ro . rp : r; r 



_ n t\ r g P n e 
4 0 



r/s iys Val Lew Gin Ser Phe Ser Asp 



.ys His Leu Asp As:: 



Leu Lys Gly Thr Phe Ala Lys Leu Ser 



GIu 
9 0 



: u his G y s r\ s p Li i : j _ e ; 



His Val Asp Pro Glu As:: Phe Arg Leu 

1 0 G 1 G 5 



Val Leu Ala Arg Arg Leu Gly His Asp 
115 ^ " 120 



Phe Asr: Pro Asp Val Gin Ala 
125 



.■ a ^ v a i ^i. ^ a ^ 1 V' v a _ 
13.5 



T y r H i s 



INFORMATION FOR SEQ ID NO: 23: 



QUENCE CHARACTERISTICS: 

A ; LENGTH: 23 a r. i i n o a c i a s 

H; TYPE: a;:nno acid 

O; ST HANDEDNESS : 

LP TOPOLOGY: 1 : near 




SEQA'ENCF. ASCRIPTION: SFQ :D NO: 24: 

0 . . . V S 1 c: O. i 

10 

I Gly Gly Gin 
2 0 

INFORMATION FOR SEQ ID NO : 2 5 : 

GO SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 14 ammo acids 

(B) TYPE: amino acid 
00 ST HANDEDNESS : 

(D) TOPODOGY: linear 

■ii) MOLECULE TYPE: peptide 



ixi) SEQUENCE DESCRIPTION: SEQ ID NO : 2 5 : 

I no Pro His Pne Asn Leu Ser His Gly Ser /-.or: Gin Va 
I E 10 

INRORMATICN FOR SEQ ID NO: 25: 

' ■: ■ GFOUENCE CHARACTERISTICS: 

LENGTH: 10 ammo acids 
TYPE: ammo acid 
ST HANDEDNESS : 
TOPOLOGY : 1 mear 



Leo Gor a A . u Asr Lys AO a Asn 

b 



:0N: SFQ 



.'FORMATION FOR SEQ IF NO: 29: 

i; SEQUENCE CHARACTERISTICS: 
(A) FENITH: 4 anii.no aoidt 
■B) TYPE: an.: no acid 
iC) STRANDEPNESS : 
([:) TOPOLOGY: linear 

A- MOFEOFLE TYPE'.: peptide 



SEQUENCE RESCRIPT ION: SEQ ID NO: 28: 



i-'r o i re 



.'FORMATION FOR SEQ I P NO: 2 5: 

. i) SEQUENCE CHARACTERISTICS : 
; A ; F EN 0 T H : 4 anno acids 
( B ) TYPE : ano.no acid 
( C ) S T FA. N D E D N E S S : 
;P; TOPS 1 FOGY : linear 



T FEE TYPE: 



popt ide 



r ( 



OLodOGATlON FOP. GEQ ID NO: 31: 

OA; LENSDH: 4 diiiinu acids 

00 TY PE : arr.ino acO 

(O) SO HANDEDNESS : 

00 TOPOLOGY: linear 

Oi; MOFFOULE TYPE : pept. i de 



!xO SEQUENCE [ 'ESCRT PT I ON : SEQ ID NO : 3 i 
Giy Lei.] Pro Tyr 

[ N FORMAT I ON FOR SEQ ID NO: 32: 

(i) SEQUENCE CHARACTERISTICS: 
(A) L2NGTH: 6 amino acids 
( 3 ) T YPE : am. no acid 
(0) STFGGLDEDNESS : 
[\:) TOPOLOGY: linear 

;ri; 'OOLECOLE 1YPE: peptide 



Re + .. Trn lit t Phe Arc 



■ 0: t :• 



j 



